PARTIAL 18S ribosomal RNA gene alignment

Taxa:

DF50000hei =

DF50180doo
DF50330dol
SB1330guen
CEW1lOschsp
SB1280tipu
BW2820spec
EM435Rmyri
SB1690insc
SB2180necr
DF5031Rves
DF5010Rblu
PS1191fiji
DF5006Raxe
DF5044Roct
SB307Rtyph
SB227Cepha
SB173Pmedi
SB178Pmari

DF5039Pell =

DF5056Pell

DF5025Ptyp =

Haemonsimi
Nematodiru
Heterorhab
Hbacteriop

SB202Ctrip =

SB122Chori
EM464Crema
PB102Cbrig
CB4088Cele
CB5161Cspn
PS1010Cspn
SB225Cdros
SB226Csono
SB208Proto
PS1897Dipl
DF5055Prot
DF5022Pstr
SB135Pcuta

SB160Ppunc =

DF5021Pcys
EM437Ptere

DF5014Ppse =

DF5019Tpal
SB120Tmari
SB131Tsynp
PS1179Meso
SB123Manis

SB157Mspic =

DF5017Mlon
SB281Paras
SB125Cscan
PDL29Cstas
DF5024Dvee
SB311Rstam
DF5012Rreg

SB199Prege =

SB200Poxyc
JB120Adunc
PS312Prist
SB310Riner
SB158Rinrf
PS1l163Pana
Sstercoral
Steinernem
Meloidogyn
PS11537Zeld
Goeziapela
Parascaris
Heterochei
Paraspidod
Heterakiss
Trichinell
JBl26Plect

Plectusaqu =

DF5000 Oscheius sp. (NCBI accession no. AF082995) (1)
DF5018 Oscheius dolichuroides (NCBI accession no. AF082998) (1)

DF5033 Oscheius dolichura (NCBI accession no. ) (1) *new*

SB133 Oscheius guentheri (NCBI accession no. ) (1) *new*

CEW1l Oscheius sp. (NCBI accession no. ) (1) *new* (same sp. as acc. U81587 PS1131 (syn. of BW29
SB128 Oscheius tipulae (NCBI accession no. ) (1) *new*

= BW282 Oscheius sp. (myriophila?) (NCBI accession no. AF082994) (1)

EM435 Oscheius myriophila (NCBI accession no. U13936) (2)

SB169 Oscheius insectivora (NCBI accession no. AF083019) (1)

SB218 Oscheius necromena (NCBI accession no. ) (1) *newx*

DF5031 Rhabditis vespillonis (NCBI accession no. ) (1) *new*
DF5010 Rhabditis blumi (NCBI accession no. U13935) (2)

PS1191 Rhabditis sp. (NCBI accession no. AF083008) (1)

DF5006 Rhabditella axei (NCBI accession no. U13934) (2)

DF5044 Rhabditella sp. (cf. octopleura) (NCBI accession no. AF083000) (1)
SB307 Rhabditella typhae (NCBI accession no. ) (1) *new*

SB227 Cephaloboides sp. (NCBI accession no. AF083027) (1)

SB173 Pellioditis mediterranea (NCBI accession no. AF083020) (1)

SB178 Pellioditis marina (NCBI accession no. AF083021) (1)

DF5039 Pellioditis sp. (cf. neopapillosa) (NCBI accession no. ) (1) *new*
DF5056 Pellioditis sp. (cf. neopapillosa) (NCBI accession no. ) (1) *new* (same sp.
DF5025 Pellioditis typica (NCBI accession no. U13933) (2, CORRECTED)
Haemonchus similis (NCBI accession no. L04152) (?)

Nematodirus battus (NCBI accession no. U01230) (?)

Heterorhabditis hepialus (NCBI accession no. AF083004) (1)
Heterorhabditis bacteriophora (NCBI accession no. AF036593) (?)

SB202 Cruznema tripartitum (NCBI accession no. ) (1) *new*
SB122 Choriorhabditis dudichii (NCBI accession no. AF083012) (1)

EM464 Caenorhabditis remanei vulgaris (NCBI accession no. U13931) (2)
PB102 Caenorhabditis briggsae (NCBI accession no. U13929) (2)

N2 Caenorhabditis elegans (NCBI accession no. X03680) (?)

= CB5161 Caenorhabditis sp. (NCBI accession no. U13930) (2)

PS1010 Caenorhabditis sp. (NCBI accession no. AF083006) (1)

SB225 Caenorhabditis drosophilae (NCBI accession no. AF083025) (1)

SB226 Caenorhabditis sonorae (NCBI accession no. AF083026) (1)

SB208 Protorhabditis sp. (NCBI accession no. AF083024) (1)

PS1897 Diploscapter sp. (NCBI accession no. AF083009) (1)

DF5055 Protorhabditis sp. (NCBI accession no. AF083001) (1)

DF5022 Pelodera strongyloides dermatitica (NCBI accession no. U13932) (2, CORRECTED)

SB135 Pelodera cutanea (NCBI accession no. ) (1) *new*

SB160 Pelodera punctata (NCBI accession no. AF083018) (1)

DF5021 Pelodera cystilarva (NCBI accession no. ) (1) *new*
EM437 Pelodera teres (NCBI accession no. AF083002) (1)

DF5014 Pelodera pseudoteres (NCBI accession no. ) (1) *new*
DF5019 Teratorhabditis palmarum (NCBI accession no. U13937) (2, CORRECTED)
SB120 Teratorhabditis mariannae (NCBI accession no. ) (1) *new*

SB131 Teratorhabditis synpapillata (NCBI accession no. AF083015) (1)

PS1179 Mesorhabditis sp. (NCBI accession no. U73452) (?)

SB123 Mesorhabditis anisomorpha (NCBI accession no. AF083013) (1)

SB157 Mesorhabditis spiculigera (NCBI accession no. AF083016) (1)

DF5017 Mesorhabditis longespiculosa (NCBI accession no. ) (1) *new*
SB281 Parasitorhabditis sp. (NCBI accession no. AF083028) (1)

SB125 Crustorhabditis scanica (NCBI accession no. AF083014) (1)

PDL29 Crustorhabditis sp. (cf. stasileonovi) (NCBI accession no. ? ) (1) *new*
DF5024 Distolabrellus veechi (NCBI accession no. AF082999) (1)
SB311 Rhabditoides stammeri (NCBI accession no. ) (1) *new*

DF5012 Rhabditoides regina (NCBI accession no. AF082997) (1)
SB199 Poikilolaimus regenfussi (NCBI accession no. AF083022) (1)
SB200 Poikilolaimus oxycerca (NCBI accession no. AF083023) (1)
JB120 Aduncospiculum halicti (NCBI accession no. U61759) (?)
PS312 Pristionchus pacificus (NCBI accession no. AF083010) (1)
SB310 Rhabditoides inermis (NCBI accession no. AF082996) (1)
SB158 Rhabditoides inermiformis (NCBI accession no. AF083017) (1)
PS1163 Panagrellus redivivus (NCBI accession no. AF083007) (1)
Strongyloides stercoralis (NCBI accession no. M84229) (?)
Steinernema carpocapsae (NCBI accession no.AF036604) (?)
Meloidogyne arenaria (NCBI accession no. U42342) (?)

PS1153 Zeldia punctata (NCBI accession no. U61760) (?)

Goezia pelagia (NCBI accession no. U94372) (?)

Parascaris equorum (NCBI accession no. U94378) (?)

Heterocheilus tunicatus (NCBI accession no. U94373) (?)
Paraspidodera sp. (sample 21303) (NCBI accession no. AF083005) (1)
Heterakis sp. (sample 14690) (NCBI accession no. AF083003) (1)
Trichinella spiralis (NCBI accession no. U60231) (?)

JB126 Plectus acuminatus (NCBI accession no. U6l1761) (?)

Plectus aquatilis (NCBI accession no. AF036602) (?)

1

as DF5039
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Notes:

1. PRIMER sequences are shown in upper case if on the sense strand or in lower case if on the antisense strand.

2. Header for modeled SECONDARY STRUCTURES: pairs of stems are numbered with equal signs (=) designating columns i1
which one or more of the derived rRNA sequences may be involved in base-pairing and with hyphens (-) designating
columns in which no sequence is involved in base-pairing (though the position is within a stem structure); numbe
and carats (<, >) designate the termini of base pairing; commas (,) designate columns not contained in "stem"

structures. The only exception is for stem E23-1; the structure of this stem is very different in Pellioditis
typica from all the other species and is ignored in designating the columns involved in base-pairing. Because s«
columns may include bases that are involved in pairing in only one or a few taxa, we have been very conservative
our hypotheses about which positions are evolving independently.

3. Bases predicted to be involved in base-pairing in the rRNA of each species are HIGHLIGHTED.

4. MISSING DATA at the beginning and end of any sequence are designated with periods (.).

5. Single nucleotide INDELS (alignment gaps) are each designated with one hyphen (-); indels covering more than one
alignment position (column) are each designated with one hyphen (-) at a particular position and with other
positions filled with periods (.). Hyphens are only aligned if indels in different species are of the same leng:
and cover the same positions (i.e., hyphens designate indels that are proposed to be "homologous"). This system
indel coding allows alignment gaps to be scored as a single change, regardless of length.

Note! This is only a partial alignment for demonstration purposes only. It is not intended yet to be used for
distribution. These data are still unpublished. Please only use with permission of David Fitch.
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DF50000hei TCCAAAAGCGAAAGCATTCAGCAAGAACGTCTTCATT ARIGAAA
DF50180doo TCCAAAAGCGAAAGCATTCAGCAAGAACGTATTCATT ARGAAA
DF50330dol TCCAAAAGCGAAAGCATTCAGCAAGAACGTCTTCATT R GAAA
SB1330guen CCCAAAAGCGAAAGCATTCAGCAAGAACGTCTTCATT] R GAAA
CEW1Oschsp TCCAAAAGCGAAAGCATTCAGCAAGAACGTCTTCATT R GAAA
SB1280tipu TCCAAAAGCGAAAGCATTCAGCAAGAACGTCTTCATT R GAAA
BW2820spec CCCAAAAGCGAAAGCATTTGCCAAGAATGTCTITCATT, R GAAA
EM435Rmyri CCCAAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
SB1690insc CCCAAAAGCGAAAGCTATTGCCAAGAATGTCTTCATT) R GAAA
SB2180necr CCCAAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
DF5010Rblu CCTAAAAGCGAAAGCATTTGCCAAGAATGTTTTCATT, GRIGAAA
PS1191fiji CCCAACAGCGAAAGCATTTGCCAAGAATGTCTTCATT, GRIGAAA
DF5006Raxe CCCAAAAGCGAAAGCATTTGCCAAGAATGTCTITCATT, ARIGAAA
DF5044Roct TCCAAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT R GAAA
SB307Rtyph TCCAAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT R GAAA
SB227Cepha TCCAATAGCGAAAGCATTTGCCAAGAATGTCCTTATT R GAAA
SB173Pmedi ACCGAAAGCGAAAGCATTTGCCAAGAACGTCTCCATT) R GAAA
SB178Pmari CCCAAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
DF5039Pell TCCTGAAGCGAAAGCTATTGCCAAGTCTGTCTTCTTT R GAAA
DF5056Pell TCCTGAAGCGAAAGCTATTGCCAAGTCTGTCTTCTTT R GAAA
DF5025Ptyp ACCAATAGCGAAAGCAGCTGCCAAGAATGTCTCCATT) R GAAA
Haemonsimi CCCTAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
Nematodiru CCCTAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
Heterorhab CCCTAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
Hbacteriop CCCTAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
SB202Ctrip TCCGAAAGCGAAAGCATTTGCCAAGAACGTTCTCATT R GAAA
SB122Chori CCCAAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
EM464Crema CCCAACAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
PB102Cbrig CCCAACAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
CB4088Cele CCCAACAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
CB5161Cspn CCCAATAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
PS1010Cspn CCCAACAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
SB225Cdros CCCAAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
SB226Csono CCCAAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
SB208Proto CCCTAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R GAAA
PS1897Dipl CCCTAAAGCGAAAGCATTTGCCAAGAATGTCTTCGTT] R GAAA
DF5055Prot CCCGAAAGCGAAAGCATTTGCCAAGAATGTTTTCATT] R
DF5022Pstr IACCAAGAGCGCAAGCATACGCCAAGAAAAGACCCGCT]

SB135Pcuta IACCAAGAGCGCAAGCATACGCCAAGAAAAGACCCGCT]

SB160Ppunc IACCAAGAGCGCAAGCATACGCCAAGAAAAGACCCGCT)

DF5021Pcys IAACAAAGGCGAAGGCGACTATCCAGAATGTCTTTCCT) P
EM437Ptere ACCTAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT] ﬁ
DF5014Ppse TTCAATAGCGAAAGCATTTGCCAAGAATGTCTTCACT R
DF5019Tpal GCCTACAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R
SB120Tmari GCCTACAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R
SB131Tsynp GCCTACAGCGAAAGCATTTGCCAAGAATGTCTTCATT] R
PS1179Meso AACTAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT) R
SB123Manis ATCKAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT) R
SB157Mspic ACCTACAGCGAAAGCATTTGCCAAGAATGTCTTCGTT] R
DF5017Mlon ATCTACAGCGAAAGCATTTGCCAAGAATGTCTTCATT) R
SB281lParas ACCTATAGCGAAAGCATTTGCCAAGAATGTCTTCATT) R
SB125Cscan ACCTACAGCGAAAGCATTTGCCAAGAATGTCTTCATT) R
PDL29Cstas AACTAAAGCGAAAGCATTTGCCAAGAATGTCTTCATT) R
DF5024Dvee ACCTACAGCGAAAGCATTTGCCAAGAATGTCTTCATT) R
SB311Rstam TTCAATAGCGAAAGCATTTIGCCAAGAATGTCTTCACT R
DF5012Rreg TTCAATAGCGAAAGCATTTGCCAAGAATGTCTTCACT R
SB199Prege CCCAACAGCGAAAGCATTTGCCAAGAATGTTTTCATT) R
SB200Poxyc CCCAACAGCGAAAGCATTTGCCAAGAATGTTTTCATT) R
JB120Adunc TCCAACAGCGAAAGCATTTGCCAAGAATGTTTTCATT R
PS312Prist ACCTATTGCGAAAGCATTTGCCAAGAATGTTTTCATT) R
DF5031Rves CCCTATTGCGAAAGCATTTGCCAAGAATGTCTTCGTT] R
SB310Riner CCCTATTGCGAAAGCATTTGCCAAGAATGTCTTCGTT] R
SB158Rinrf CCCTATTGCGAAAGCATTTGCCAAGAATGTCTTCATT] R
PS1163Pana TACTACAGCGAAAGCATTTGCCAAGAATGTTTTCATT R
Sstercoral TCCTACTGCGAAAGCATTTGCCAAGAATGTTTTCATT R
Steinernem ATCGACTGCGAAAGCATTTGCCAAGAATGTTTTCATT) R
Meloidogyn E AACTACAGCGAAAGCATTTGCCAAGAATGTTTTTATT) H
PS1153Zeld CCCTACTGCGAAAGCATTTGCCAAGAATGTCTTCATT] ﬁ
Goeziapela TCCGACTGCGAAAGCATTTGCCAAGAATGTCTTCATT R
Parascaris TCCGACTGCGAAAGCATTTGCCAAGAATGTCTTCATT R
Heterochei ACCGACTGCGAAAGCATTTGCCAAGAATGTCTTCATT) R
Paraspidod TCCGACTGCGAAAGCATTTGCCAAGAATGTCTTCATT R
Heterakiss GCCGACTGCGAAAGCATTTGCCAAGAATGTCTTCATT] R
Trichinell AACAATTGCGAAAGCATTTGCCAAGAATGTTTTCATT) R
JBl26Plect CCCTACTGCGAAAGCATTTGCCAAGAATGTCTTCGTT] 5

Plectusaqu CCTACTTGCGAAAGCATTTGCCAAGAATGTCTTCGTT]
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DF50000hei
DF50180doo
DF50330dol
SB1330guen
CEWl1lOschsp
SB1280tipu
BW2820spec
EM435Rmyri
SB1690insc
SB2180necr
DF5010Rblu
PS1191fiji
DF5006Raxe
DF5044Roct
SB307Rtyph
SB227Cepha
SB173Pmedi
SB178Pmari
DF5039Pell
DF5056Pell
DF5025Ptyp
Haemonsimi
Nematodiru
Heterorhab
Hbacteriop
SB202Ctrip
SB122Chori
EM464Crema
PB102Cbrig
CB4088Cele
CB5161Cspn
PS1010Cspn
SB225Cdros
SB226Csono
SB208Proto
PS1897Dipl
DF5055Prot
DF5022Pstr
SB135Pcuta
SB160Ppunc
DF5021Pcys
EM437Ptere
DF5014Ppse
DF5019Tpal
SB120Tmari
SB131Tsynp
PS1179Meso
SB123Manis
SB157Mspic
DF5017Mlon
SB281Paras
SB125Cscan
PDL29Cstas
DF5024Dvee
SB311Rstam
DF5012Rreg
SB199Prege
SB200Poxyc
JB120Adunc
PS312Prist
DF5031Rves
SB310Riner
SB158Rinrf
PS1163Pana
Sstercoral
Steinernem
Meloidogyn
PS1153zZeld
Goeziapela
Parascaris
Heterochei
Paraspidod
Heterakiss
Trichinell
JBl26Plect
Plectusaqu
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CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACGATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATACCAGCTC]
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACTATGCCATCTA
CGTAAACTATGCCATCT
CGTAAACTATGCCATCT
CGTAAACGATGCCATCTC]
CGTAAACGATGCCATCTC]
CGTAAACGATGCCATCTC]
CGTAAACGATGCCATCTC]
CGTAAACGATGCCATCTC]
CGTAAACTATGCCAGCTC]
CGTAAACTATGCCATCT
CGTAAACGATACCATCC
CGTAAACGATACCATCT
TGTAAACGATACCATCT)
TGTGAACGATGGGAACT
TGTGAACGATGGGAACT
TGTGAACGATGGGAACT
GTTAAACGATGTTTCCTA.
CTTAAACAATACCTGCTG
CGTAAACGATTCCATCT]
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATACCATCT
CGTAAACGATTCCATCT]
CGTAAACGATACCAACT
CGTAAACGATACCAACT
CGTAAATGATGCCATCT
CGTAAACTATGCCAACT
CGTAAACTATGCCAACT
CGTAAACTATGCCAACT
CGTAAACGATGCCAACT
CGTAAACTATGCCATCT
CGTAAACTATGCCTACT
CCTAAACTCTGCCAACT
CGTAAACGATGCCAACT
CGTAAACGATGCCAACT
CGTAAACGATACCAACT
CGTAAACGATACCAACT
CGTAAACGATACCAACT
CGTAAACGATACCAACT
CGTAAACGATACCAACT
GGTAAACTATGCCAACC
CGTAAACGATGCCAACT
CGTAAACGATGCCAACT
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DF50000hei
DF50180doo
DF50330dol
SB1330guen
CEWl1lOschsp
SB1280tipu
BW2820spec
EM435Rmyri
SB1690insc
SB2180necr
DF5010Rblu
PS1191fiji
DF5006Raxe
DF5044Roct
SB307Rtyph
SB227Cepha
SB173Pmedi
SB178Pmari
DF5039Pell
DF5056Pell
DF5025Ptyp
Haemonsimi
Nematodiru
Heterorhab
Hbacteriop
SB202Ctrip
SB122Chori
EM464Crema
PB102Cbrig
CB4088Cele
CB5161Cspn
PS1010Cspn
SB225Cdros
SB226Csono
SB208Proto
PS1897Dipl
DF5055Prot
DF5022Pstr
SB135Pcuta
SB160Ppunc
DF5021Pcys
EM437Ptere
DF5014Ppse
DF5019Tpal
SB120Tmari
SB131Tsynp
PS1179Meso
SB1l23Manis
SB157Mspic
DF5017Mlon
SB281Paras
SB125Cscan
PDL29Cstas
DF5024Dvee
SB311Rstam
DF5012Rreg
SB199Prege
SB200Poxyc
JB120Adunc
PS312Prist
DF5031Rves
SB310Riner
SB158Rinrf
PS1163Pana
Sstercoral
Steinernem
Meloidogyn
PS11537Zeld
Goeziapela
Parascaris
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. .AAGTTTTTCGGTT]
. .AAGTTTTTCGGTT]
. .AAGTCTTTCGGTT]
. .AAGTCTTTCGGTT]
. .AAGTCTTTCGGTT]
. .AAGTCTTTCGGTT]
. .AAGTCTTTCGGTT]
. .AAGTCTTTCGGTT]
.AAGTCTTTCGGTT,
.AAGTCTTTCGGTT,
.AAGTCTTTCGGTT,
AAGTTTTTCGGTT,
. .AAGTTTTTCGGTT]
. .AAGTTTTTCGGTT]
. .AAGTTTTTCGGTT]
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. .AAGTCTTTCGGTT]
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ACTTAAGTTGCCCTTTT
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.AAGCATATCGGAT
. .AAGTCTTTCGGTT
. .AAGACTTCAGGTT
. .AAGACTTCCGGTT
. .AAGACTTCCGGTT
. .AAGACTTCCGGTT
. .AAGCCTTCCGGTT
. .AAGACTTCCGGTT
. .AAGACTTCCGGTT
. .AAGACTTCCGGTT
. .AAGACTTCCGGTT
. .AAGACTTCCGGTT
. .AAGACTTCCGGTT
. .AAGACTTTCGGTT
. .AAGTCTTTCGGTT
. .AAGTCTTCCGGTT
. .AAGTCTTCCGGTT
. .AAGTCTTCGGGTT
. .AAGTCTTCGGGTT
. .AAGTCTTCGGGTT
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. .AAGTCTTTCGGTT
. .AAGTCTTTCGGTT
. .AAGTCTTCCGGTT
. .AAGTCTTCCGGTT
. .AAGTCTTCCGGTT
. .AAGTCTTTCGGTT
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GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAACTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GGAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATTGTTGCAAAGCTGAAACTTAA
GTAGTATTGTTGCAAAGCTGAAACTTAA
GTAGTATTGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAGACTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAAGCTGAAACTTAA
GTAGTATGGTTGCAAATCTGAAACTTAA
GAAGTATGGTTGCAAAACTGAAACTTAA
GAAGTATGGTTGCAAAACTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATTCTCGCAAGTGACAAACTTAA
GAAGTATGGTTGAAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
GAAGTATGGTTGCAAAGCTGAAACTTAA
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ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAATGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAATGGCACCACCA
ATTGACGGAATGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA!
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACAA
ATTGACGGAAGGGCACCACAA
ATTGACGGAAGGGCACCACAA
ATTGACGGAAGGGCACCACAA
ATTGACGGAAGGGCACCACAA
ATTGACGGAAGGGCACCACAA
ATTGACGGAAGGGCACCACAA
ATTGACGGAAGGGCACCACAA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGCGCACCACCA
ATTGACGGAAGCGCACCACCA
ATTGACGGAAGCGCACCACCA
ATTGACGGAAGAGCACCACCA
ATTGACGGAAGAGCACCACCA
ATTGACGGAAGCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAATCGCACCACCA
ATTGACGGAAGCGCACCACCA
ATTGACGGAAGCGCACCACCA
ATTGACGGAAGGGCAC-ACAA
ATTGACGGAAGGGCAC-ACAA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
GTTGACGGAAGGTCACCACCA
ATTGACGGAAGG-CACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
ATTGACGGAAGGGCACCACCA
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GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGGGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT

ATTTTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCCTGTGGCTT
GGAGCCTGTGGCTT
GGAGCCTIGTGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCTTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCTTGCGGCTT
GGAGCTTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGCACGTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGCACGTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GGAGCCTGCGGCTT
GG-.CATGCGGCTT
GGCAC-TGCGGCTT
GGAGCCTGCGGCTT
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DF50000hei AA ACTCAACA AAAACT-CA T .AGC] T
DF50180doo AA ACTCAACA AACT-CA T .AGC] T
DF50330dol AA ACTCAACA AACT-CA T .AGC] T
SB1330guen AA ACTCAACA AACT-CA C .AGC] T
CEW1lOschsp AA ACTCAACA AACT-CA C .AGC] T
SB1280tipu AA ACTCAACA AACT-CA C .AGC] T
BW2820spec AA ACTCAACA AACT-CA C .AGC] T
EM435Rmyri AA ACTCAACA AACT-CA C .AGC] T
SB1690insc AA ACTCAACA AACT-CA C .AGC] T
SB2180necr AA ACTCAACA AACT-CA C .AGC] T
DF5010Rblu AA ACTCAACA AACT-CA C .AGC] T
PS1191fiji AA ACTCAACA AACT-CA C .AGC] T
DF5006Raxe AA ACTCAACA AACT-CA C .AGC] T
DF5044Roct AA ACTCAACA AACT-CA C .AGC] T
SB307Rtyph AA ACTCAACA AACT-CA C .AGC] T
SB227Cepha AA ACTCAACA AACT-CA C .AGC] T
SB173Pmedi AA ACTCAACA AACT-CA C .AGC] T
SB178Pmari AA ACTCAACA AACT-CA C .AGC] T
DF5039Pell AA ACTCAACA AACT-CA T . .AGC T
DF5056Pell AA ACTCAACA AACT-CA T .AGC] T
DF5025Ptyp AA ACTCAACA GAAGCT-CA T .AGC] T
Haemonsimi AA ACTCAACA AAAACT-CA C| .AGC] T|
Nematodiru AA ACTCAACA AACT-CA C . .AGC T
Heterorhab AA ACTCAACA AACT-CA C . .AGC T
Hbacteriop AA ACTCAACA AACT-CA C . .AGC T
SB202Ctrip AA ACTCAACA AACT-CA C . .AGC T
SB122Chori AA ACTCAACA AACT-CA C . .AGC T
EM464Crema AR ACTCAACA AACT-CA T C| . .AGC] A T|
PB102Cbrig AA ACTCAACA AACT-CA T C . .AGC R T
CB4088Cele AA ACTCAACA AACT-CA T C . .AGC R T
CB5161Cspn AA ACTCAACA AACT-CA T C . .AGC R T
PS1010Cspn AA ACTCAACA AACT-CA T C . .AGC R T
SB225Cdros AA ACTCAACA AACT-CA T C . .AGC a T
SB226Csono AA ACTCAACA AACT-CA C . .AGC T
SB208Proto AA ACTCAACA AACT-CA T .AGC] T
PS1897Dipl AA ACTCAACA AACT-CA T .AGC] T
DF5055Prot AA ACTCAACA AAAACT-CA T .AGC] T
DF5022Pstr AA ACTCAACA GAAACTTAA T
SB135Pcuta AA ACTCAACA GAAACT-TA T
SB160Ppunc AA ACTCAACA GAAACT-TA T
DF5021Pcys AA ACTCAACA GTAACT-TA AT T
EM437Ptere AA ACTCAACA AAACCT-CA ... .TGC T
DF5014Ppse AA ACTCAACA AAAACT-CA ... .AGC] T
DF5019Tpal AA ACTCAACA AACT-CA ... .AGC] T
SB120Tmari AA ACTCAACA AACT-CA ... .AGC] T
SB131Tsynp AA ACTCAACA AACT-CA ....AGC T|
PS1179Meso AA ACTCAACA AACT-CA ... .AGC] T
SB123Manis AT ACTCAACA AACT-CA ... .AGC] T
SB157Mspic AA ACTCAACA AACT-CA ... .AGC] T
DF5017Mlon AA ACTCAACA AACT-CA ... .AGC] T
SB281Paras AA ACTCAACA AACT-CA ... .AGC] T
SB125Cscan AA ACTCAACA AACT-CA ... .AGC] T
PDL29Cstas AA ACTCAACA AACT-CA ... .AGC] T
DF5024Dvee AA ACTCAACA AACT-CA ... .AGC] T
SB311Rstam AA ACTCAACA AACT-CA ... .AGC] T
DF5012Rreqg AA ACTCAACA AACT-CA ... .AGC] T
SB199Prege AA ACTCAACA AACT-CA ... .AGC] T
SB200Poxyc AA ACTCAACA AACT-CA ... .AGC] T
JB120Adunc AA ACCCAACA AACT-CA ... .AGT] T
PS312Prist AA ACTCAACA ATCT-CA ... .AGT] T
DF5031Rves AA ACTCAACA AACT-CA C .AGC] T
SB310Riner AA ACTCAACA AACT-CA C .AGC] T
SB158Rinrf AA ACTCAACA AACT-CA C .AGC] T
PS1163Pana AA ACTCAACA ACCT-TA T .AGC] T
Sstercoral AA ACTCAACA AACT-CA G .AGC] T
Steinernem AA ACTCAACA AAAACT-CA C| .AGC] T|
Meloidogyn AA ACTCAACA GAAACT-CA C .AGC] T
PS1153Zeld AA ACTCAACA GAAACT-CA C .AGC] T
Goeziapela AA ACTCAACA AAAACT-CA C| .AGC] T|
Parascaris AA ACTCAACA AACT-CA C| . .AGC T|
Heterochei AA ACTCAACA AACT-CA C . .AGC T
Paraspidod AA ACTCAACA AACT-CA C . .AGC T
Heterakiss AA ACTCAACA AACT-CA C .AGC] T
Trichinell AA ACTCAACA AACT-CA C| T
JBl26Plect AA ACTCAACA AACTACA C| T

C T

Plectusaqu AA ACTCAACA AACT-CA
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DF50000hei P T-TGA T|

DF50180doo R T-TGA T

DF50330dol R T-TGA T

SB1330guen R T-TGA T|

CEWl1lOschsp R T-TGA T|

SB1280tipu R T-TGA T

BW2820spec R G-CGA T|

EM435Rmyri R G-CGA T|

SB1690insc R G-CGA T|

SB2180necr R G-CGA T|

DF5010Rblu E G-TGA T

PS1191fiji A G-TGA T

DF5006Raxe R G-CGA T|

DF5044Roct R G-CGA T

SB307Rtyph R G-CGA |

SB227Cepha R G-TGA T|

SB173Pmedi R G-TGA T|

SB178Pmari R G-CGA T|

DF5039Pell R G-TGA T

DF5056Pell R G-TGA T

DF5025Ptyp R G-TGR T|

Haemonsimi R G-CGA T|

Nematodiru R G-CGA T|

Heterorhab R G-CGA T|

Hbacteriop R G-CGA T|

SB202Ctrip R G-CGA |

SB122Chori R G-TGA T

EM464Crema R G-TGA T|

PB102Cbrig R G-TGR |

CB4088Cele R G-TGA T|

CB5161Cspn R G-TGA T|

PS1010Cspn R G-TGA T|

SB225Cdros R G-TGA T|

SB226Csono R G-CGA T|

SB208Proto R G-TAA T|

PS1897Dipl R G-TAA |

DF5055Prot R G-TAA T

DF5022Pstr T-TGA

SB135Pcuta T-TGA

SB160Ppunc

DF5021Pcys A

EM437Ptere R

DF5014Ppse R

DF5019Tpal R Cl

SB120Tmari R Cl

SB131Tsynp R Cl

PS1179Meso R T|

SB123Manis R T|

SB157Mspic R T|

DF5017Mlon R T|

SB281Paras R T|

SB125Cscan R

PDL29Cstas R T|

DF5024Dvee R E

SB311Rstam R

DF5012Rreg R

SB199Prege R

SB200Poxyc R

JB120Adunc R

PS312Prist R

DF5031Rves R

SB310Riner R

SB158Rinrf R . -
PS1163Pana R ..TTGCTG
Sstercoral R . .TATTTT
Steinernem R . .TTCGGG
Meloidogyn R ..CTCTTW
PS1153Zeld R . .ATCATT
Goeziapela R . .ATGC.
Parascaris R . .ACAA.
Heterochei R . .CCAA.
Paraspidod R . .CTAT.
Heterakiss R ..CTAC.
Trichinell R ATTTTT
JBl26Plect R .TACT.-
Plectusaqu R .TACT.-
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DF5021Pcys
EM437Ptere
DF5014Ppse
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SB123Manis
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DF5012Rreg
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SB200Poxyc
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PS312Prist
DF5031Rves
SB310Riner
SB158Rinrf
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Sstercoral
Steinernem
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Goeziapela
Parascaris
Heterochei
Paraspidod
Heterakiss
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ATGAGATT-
ATGAGATT-
ATGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ATGAGAGA-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGAAG-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACTAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ATGAGATT-
CTTCCA-AA ATGAAAGTT
CTTCCA-AA ATGAAAGTT
CTTCCA-AA ATGAAAGTT
ATGAAAGC-
ATGCAATA-
ATGAAATA-
ATGAAAGT-
ATGAAAGT-
ATGAAAGT-
ACGAAAGT-
AAGAGAGT-
ACGAAATC-
ACGAAAGT-
ACGAAAGT-
AAGAAAGT-
ACGAAAGT-
ACGAAATT-
ATGAAATA-
CATGAAATA-
ACGAAATT-
ACGAAATT-
ACGAGATT-
ATGAGATT-
ACGAGATT-
ACGAGATT-
ACGAGATT-
ATGAGACC-
TTGAGAGA-
ACGAAAGA-
AAAGAAATT-
CACGAGATT-
ATGAAGTT-
ATGAAGTT-
ATGAAGCT-
ACGAAGTT-
ACGAAGTT-
IACGAAAAA-
ACGAAATT-
ACGAAATT-
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DF50000hei @GCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTC.-TTGGTAAA -GTGA-CCGG
DF50180doo @GCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CTGG
DF50330dol BGCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
SB1330guen @GCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTA.-ATGGTAAA -GTGA-CCGG
CEW1Oschsp BGCTGCACGCGCGCTACACT] ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
SB1280tipu @GCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
BW2820spec @GCTGCACGCGCGCTACACT ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
EM435Rmyri @GCTGCACGCGCGCTACACT ....CAATTGCCG-.AAAGGTA . -TTGGTAAA -GTGA-CCGG
SB1690insc @GCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
SB2180necr @GCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTA . -ATGGTAAA -GTGA-CCGG
DF5010Rblu @GCTGCACGCGTAATACACT) ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGT-CCGG
PS1191fiji BGCTGCACGCGCGCTACACT) ....CCTTTGCCG-.AAAGGTA . -TAGGTAAA -GTGA-CCGG
DF5006Raxe @GCTGCACGCGCGCTACACT) ....TCATTATCG- .AAAGATA.-TTGGTAAA -GTGA-CCGG
DF5044Roct BGCTGCACGCGCGCTACACT) ....TCATTACCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
SB307Rtyph BGCTGCACGCGCGCTACACT) ....TCATTACCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
SB227Cepha @GCTGCACGCGCGCTACACT) ....TCATTGCCG-.AAAGGTA.-ATGGTAAA -GTGA-CCGG
SB173Pmedi @GCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
SB178Pmari @GCTGCACGCGCGCTACACT) ....CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
DF5039Pell BGCTGCACGCGCGCTACACT) ....CCGGTGCCG- .AAAGGTA. -GTGA-CCGG
DF5056Pell BGCTGCACGCGCGCTACACT) ....CCGGTGCCG- .AAAGGTA. -GTGA-CCGG
DF5025Ptyp BGCTGCACGCGCGCCACACTEEEACGAATCATTABETGT-. . . .. CCATGGCCG- .AAAGGCT . -GTGG-CCGG
Haemonsimi @MGCTGCACGCGCGCTACAAT] CCTAT-...CCATTGCCG-.AAAGGCA.-TTGGTAAA -GTGA-CCGG
Nematodiru @GCTGCACGCGCGCTACAAT CCTAT-...CCATTACCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
Heterorhab BGCTGCACGCGCGCTACACT TCCTT-...CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
Hbacteriop BGCTGCACGCGCGCTACACT] TCCTT-...CCATTGCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
SB202Ctrip BGCTGCACGCGCGCTACACT) CTCTT-...CCATCTTCG-.AAAGGGG. -TTGGTAAA -GTGA-CCGG

SB122Chori @GCTGCACGCGTGCTACACT) TTTTT-...CCATTRCCG-.AAAGGTA.-TTGGTAAA -GTGA-CCGG
EM464Crema @GCTGCACGCGTGCTACACT .CCTATGCCG- .AAAGGTA . -TCGGTAAA -ATGT-CCGG
PB102Cbrig @GCTGCACGCGTGCTACACT) TTTTT-...CCTATGCCG-.AAAGGTA.-TCGGTAAA -ATGT-CCGG
CB4088Cele BGCTGCACGCGTGCTACACT] TTTTT-...CCTATGCCG-.AAAGGTA.-TCGGTAAA -ATGT-CCGG
CB5161Cspn BGCTGCACGCGTGCTACACT) TTTTT-...CCTATGCCG-.AAAGGTA.-TCGGTAAA -ATGT-CCGG

H H 3 HH

PS1010Cspn @GCTGCACGCGTGCTACACT) TCTTT-...CCTATGCCG-.AAAGGTA.-TCGGTAAA -ATGT-CCGG
SB225Cdros BGCTGCACGCGTGCTACACT) TCTTA-...CCTAAACCG-.AAAGGTC.-TCGGAAAG -ATGT-CCGG
SB226Csono @GCTGCACGCGTGCTACACT) TTTTA-...CCATTGCCG-.AAAGGTA.-TTGGCAAA -GTGA-CCGG
SB208Proto @GCTGCACGCGTGCTACACT) TCTCTA-..CCATCACCG-.ACAGGTG. -TTGGCAAA -GTGA-CTGG
PS1897Dipl BGCTGCACGCGTGCTACACT) ....CCATCGCCG-.AAAGGTG. -TTGGCAAA -GTGA-CTGG
DF5055Prot @GCTGCACGCGTGCGACAAT) ....CCAGTACCG-.AAAGGTA . -TTGGGAAA -GTGA-CTGG
DF5022Pstr BGCCGCACGCGTGCTACACTT TTCTTAA-.TCACAGCGGGTAAACCCACTGTGACGAA TCGTGGATTGG
SB135Pcuta BGCCGCACGCGTGCTACACTT TTCTTAA-.TCACAGCGGGTAAACCCACTGTGACGAA TCGTGGATTGG

SB160Ppunc @GCCGCACGCGTGCTACACTT TTCTTAA-.TCAGAGCGGGTAAACCCACTCTGACGAA TCGTGGATTGG
DF5021Pcys BGCTGCACGCGGGETTACAATARABEIHIGAC - . . . . ottt ittt ittt tete et teeeine e enenenneneneenenenns TGTAA-CCGG
EM437Ptere @GCTGCACGCGTGCTACACTEEEEERECTCAGC-ABTTT-. . ... CCTATCTITA-.ATCAGAC-ACAGGTAAALC - - -GTGT-TCGG
DF5014Ppse @GCTGCACGCGAGTTACTAT, ....CCTTGACCG-.AAGGGTC.-TAGGCAAGC] -TTGA-TCGG
DF5019Tpal BGCTGCACGCGTGCTACACTEEEERETGCAGCGEETT-. ... .. CCATAGCCG- .AAAGGTC-ATTGGTAAAC -GTGA-TCGG
SB120Tmari @GCTGCACGCGTGCTACACTEEGACGEETGCAGCGEETT-. ... .. CCATGGCCG- . AAAGGTC-GCTGGTAAAC -GTGA-TCGG
SB131Tsynp BGCTGCACGCGTGCTACACTEEEERETGCAACGEECT-. ... .. CCATGGCCG- . AAAGGTC-ATTGGTAAAC -GTGA-TCGG
PS1179Meso BGCTGCACGCGTGCTACACTEEGACGRETGCAACGEETT-. ... .. CCATGGCCG- . AAGGGTC-ACTGGTAAAC -GTGA-TCGG
SB123Manis BGCTGCACGCGTGCTACACTEGEACGACT TCAACEEETT-. . .. .. CCATGGCCG- . AAGGGTC-ACTGGTAAA -GTGA-TCGG

SB157Mspic BGCTGCACGCGTGCTACACTEEGACGEETGCAACGEETT-. ... .. CCATGGCCG- . AAGGGTC-ACTGGTAAAC -GTGA-TCGG
DF5017Mlon @GCTGCACGCGTGCTACACTEEGACGEETGCAGCGEETT-. ... .. CCATGGCCG- . AAGGGTC-ACTGGTAAAC -GTGA-TCGG

SB281lParas BGCTGCACGCGTGCTACACTEEACGEETGCAGCGEETT-. ... .. CCATGGCCG- . AAGGGTC-ATTGGTAAAC -GTGA-TCGG
SB125Cscan @GCTGCACGCGTGCTACACTEEACGEETGCAACGEETT-. ... .. CCATGGCCG- . AAGGGTC-ACTGGTAATC -GTGA-TTGG
PDL29Cstas BGCTGCACGCGTGCTACACTEEACGEETGCAACGEECT-. ... .. CCATGGCCG- . AAGGGTC-ACTGGTAAAC -GTGA-TCGG
DF5024Dvee BGCTGCACGCGTGCTACACTEEGACGEETGCAGCGEETT-. ... .. CCATGGCCG- . AAGGGTC-ATTGGTAAAC -GTGA-TCGG
SB311Rstam @GCTGCACGCGAGTTACTAT, ....CCTGGGTCG-.AAAGATT . -CGGGGAAAC -TTGA-TCGG
DF5012Rreg @GCTGCACGCGAGTTACTAT, ....CCTTGACCG-.AAGGGTC. -TTGA-TCGG
SB199Prege BGCTGCACGCGCGCTACACT) TTTTT-...CCTGTATCG-.AAAGGTA.-TGGGTAAA -GTGA-TTGG
SB200Poxyc BGCTGCACGCGCGCTACACT) TTTTT-...CCTGTATCG-.AAAGGTA.-TGGGTAAA -GTGA-TTGG
JB120Adunc @GCTGCACGCGCGCTACACT] TTGCATGCTTCCTTGCCG. . ~-AAGGCC. -GTGA-TCGG

PS312Prist @GCTGCACGCGCGCTACACT) CGTTATTAACCTTGGCCG- . AAAGGTC. -GTGT-TTGG
DF5031Rves BGCTGCACGCGCGCTACACTEEACGEEBATCAGTCEBEBTCG-. .. .. CCTAGCTCG- .AAAGAGC . -CTGGTAAA -GTGT-CTGG
SB310Riner @GCTGCACGCGCGCTACACTEEACGEEBATCAGTCEEBTCG-. .. .. CCTAGCTCG- .AAAGAGC . -CTGGTAAA -GTGT-CTGG
SB158Rinrf @GCTGCACGCGCGCTACACT) TATTT-...CCATTGCCG-.AAAGGTA.-TTGGTAAA I TT-GAAA-A -GTGA-TCGG
PS1163Pana @GCCGCACGCGCGCTACAAT, CTGTGC-. .CCATGCGAG- .AGATCGT . -ATGGTAAACGBAGT-CAAA-TTA . -GTAT-TTGG
Sstercoral @GCTGCACGCGCGCTACAATEGEACGTEATCATTARGTT-. ... .. CCTGTTTAG- .AGATAAA . -TGGGTAAA T-.GAAA-A -GTAA-CTGG

Steinernem @GCTGCACGCGCGCTACACT) TACGCTT-.CCATTITTCG- .AGAGGAA. -GTGC-TTGG

Meloidogyn BGCTGCACGCGCGCTACACT) CTTGT-...CCTACCCTG-.AAAGGGG. -TTGG
PS1153Zeld BGCTGCACGCGCGCTACACT, CTGTAT-..CCATTICTCG-.AAAGGGA. -GTGC-TTGG
Goeziapela BGCTGCACGCGCGCTACACT] CTGTAA-..CCATTGCCG-.AAAGGTA. -GTGA-TCGG
Parascaris @GCTGCACGCGCGCTACACT) CTGTAA-..CCATTGCCG-.AAAGGTA. -GTGA-TCGG
Heterochei BGCTGCACGCGCGCTACACT] CTGTAA-..CCATTGCCG-.AAAGGTA. -GTGA-TCGG
Paraspidod @GCTGCACGCGCGCTACACT) CTGTAA-..CCATTGCCG-.AAAGGCA. -GTGA-TCGG
Heterakiss BGCTGCACGCGCGCTACACT] CTTTAA-..CCATCTCCG-.AGAGGAG. -GTGA-TCGG
Trichinell @GCTGCACGCGCGCTACAAT AGTTACGT-CCTTACCTG- .AAAAGGT . -TTGA-ATGG
JBl26Plect BGCTGCACGCGCGCTACACT CTAAAA-..CCATTGTCG-.AAAGGCA.-TTGGTAAAQC . -GTGA-TTGG

Plectusaqu @GCTGCACGCGCGCTACACT CTAAAA-..CCATTGTCG-.AAAGGCA.-TTGGTAAA -GTGA-TTGG

e}
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GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTGCGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GATTACGTCCCTGCC
GAATGCGTCCCTGCG
GAATGCGTCCCTGCG
GAATGCGTCCCTGCG
GATTATGTCCCTGCT
GATTATGTCCCTGCT
GATTTGGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
TAATACGTCCCTGCG
GATTTGGTCCCTGCG
GATTTGGTCCCTGCC
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ATTG-.
ATTG-.
ATTG-.
ATTG-.
ATTG-.
ATTG-.
ATTG-.
ATTG-.
ATTG-.
ATTG-.
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ATTGT-CAATT-
ATTGTCCAACT-
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ATTG-.CAATT-............ GATTACGTCCCTGCC
ATTG-.CAATT-............ GATTACGTCCCTGCC
ATTG-.CAATT-............ GATTACGTCCCTGCC
ATTG-.AAATT-............ GATTACGTCCCTGCC
ATTG-.TAATT-............ GATTACGTCCCTGCC
ATTG-.TAATT-............ GATTACGTCCCTGCC
ATTG-.CAATT-............ GATTACGTCCCTGCC
ATTG-.CAATT-............ GATTACGTCCCTGTC
ATTG-.CAATT-............ GATTACGTCCCTGCC
ATTG-.CTATT-............ GATTACGTCCCTGCC
ATTG-.CAATT-............ GATTACGTCCCTGCC
ATTG-.CAATT-............ GATTACGTCCCTGCC
ATTG-.CAATT—-............ GATTACGTCCCTGCC
ATTG-.CAATT—-............ GATTACGTCCCTGCC
ATTG-.CAATT—............ GATTACGTCCCTGCC
ATTG-.CAATT—-............ GATTACGTCCCTGCC
ATTG-.CAATT—-............ GATTACGTCCCTGCC
ATTG-.CAATT-............ GATTACGTCCCTGCC
ATTG-.CAATT—-............ GATTACGTCCCT-CC
ATTG-.CAATT—............ GATTACGTCCCTGCC
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DF50000hei CTTTGTACACACCGCCCGTCGCTIGTCCGGAA-.CTGAGCTGTTTCGAGAAGACTGAGGACTAATGTATGGAGGT-. . . TTCG. .. .. -GCTTCTATACGA
DF50180doo CTTTGTACACACCGCCCGTCGCTGTCCGGAA-.CTGAACTGTTTCGAGAAGACTGAGGACTAATGTATGGAGGC-. . . TTCG. .. .. -GCTTCTGTACGA
DF50330dol CTTTGTACACACCGCCCGTCGCTGTCCGGAA-.CTGAGCTGTTTCGAGAAGACTGAGGACTAATGTATGGAGGT-. . . TTCG. .. .. —-ACTTCTATACGA
SB1330guen CTTTGTACACACCGCCCGTCGCTGTCCGGAA-.CTGAGCTGTTTCGAGAAGACTGAGGACCGATGTGCGGAGAC-. . . TTCG. .. .. -GTTTCTGTACAA
CEW1Oschsp CTTTGTACACACCGCCCGTCGCTGTCCGGAA-.CTGAGCTGTTTCGAGAAGACTGAGGACTGCTGTCTTGAGGC-. . .TTCG. ... . -GCTTCTTTACGA
SB1280tipu CTTTGTACACACCGCCCGTCGCTIGTCCGGAA-.CTGAGCTGTTTCGAGAAGACTGAGGACTGCTGTCTTGAGGC-. . . TTCG. .. .. -GCTTCTTTACGA
BW2820spec CTTTGTACACACCGCCCGTCGCTGTCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGAGGACTGACGCAGAGGGGL-. . .TTCG. .. .. -GCTCTACTGTGA
EM435Rmyri CTTTGTACACACCGCCCGTCGCTGTCCGGGA-.CTGAGCTGATTCGAGAAGAGTGAGGACTGACGCAGAGGGGL-. . . TTCG. ... . -GCTCTACTGTGA
SB1690insc CTTTGTACACACCGCCCGTCGCTGTCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGAGGACTGTTGCAGAGGGGLC-. . .TTCG. . ... -GCTCTTCTGCGA
SB2180necr CTTTGTACACACCGCCCGTCGCTGTCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGAGGACTGACGCAGAGGGGLCC-. .TTCG.~. . .GGCTCTCCTGTGA
DF5010Rblu ATTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGTGTGAGGACTTTTGTTGCGGGGL-. . .TTCG. ... . -GCTCTTCTTCGA
PS1191fiji CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGAGGACACTTGTAGCGGGGL-. . . TTCG. ... . -GCTCTTCTACGA
DF5006Raxe CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGACTGAGGACTGCTGCAGCGAGGC-. . . TCAC. .. .. -GCTTTTCTGTTG
DF5044Roct CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGACTGAGGACTGCTGCAGCGAGGC-. . . TCAC. .. .. -GCTTTTCTGTTG
SB307Rtyph CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGACTGAGGACTGCTGCAGCGAGGLC-. . . TTCG. .. .. -GCTTTTCTGTGG
SB227Cepha CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGACTGAGGATTGACGCTGCGAGGL-. . . TTCG. ... . -GCTTTTCTGTGT
SB173Pmedi CTTTGTACACACCGCCCGTCGCTIGTCCGGAA-.CTGAGCTGTTTCGAGAAGAGTGAGGACCGCTGCATAGAGGLC-. . . TTCG. .. .. -GCTTCTTTGTGA
SB178Pmari CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGAGGACTGCTGCAGCGAGGLC-. . . TTCG. .. .. -GCTTTACTGTGA
DF5039Pell CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGACTGAGGACCGCTTTTGTGAGGC-. . . TTCG. .. .. -GCTTTGCTCTAG
DF5056Pell CTTTGTACACACCGCCCGTCGCTGTCCGGGA-.CTGAGCTGTTTCGAGAAGACTGAGGACCGCTTTTGTGAGGLC-. . . TTCG. .. .. -GCTTTGCTCTAG
DF5025Ptyp CTTTGTACACACCGCCCGTCGCTIGTCCGGAA-.CTGAACTGTTTCGAGAAGGCTGAGGACTGACTTTGTTCA-. .. .. CTTG....... -TGTTCATTGT
Haemonsimi ATTTGTACACACCGCCCGTCGCTGTCCGGGA-.CTGAGCTGTCTCGAGAGGACTGCGGACTGCTGTATCGAGGCC-. .TTCG-. .. .GGTCGCGGTATGG
Nematodiru ATTTGTACACACCGCCCGTCGCTGTCCGGGA-.CTGAGCTGTCTCGAGAGCGACTGCGGACTGCTGTATCGAGGCT-. . TTCG-. . . .GGTCGCGGTATGG
Heterorhab CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGGAGACTGCTGTATCGGGGCT-. . TTCC-. ...GGCTCTGGTATGA
Hbacteriop CTTTGTACACACCGCCCGTCGCTGTCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGGAGACTGCTGTATTGGGGCT-. .TTCG-. .. .GGCTCTGGTATGA
SB202Ctrip CTTTGTACACACCGCCCGTCGCTIGTCCGGGA-.CTGAGTTGTTTCGAGAAGAGTTGGGAACCTGTAAGTTGGGCT-. .TTCG. . .~GGCTCGGCTTGTTG
SB122Chori CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAGTTGTTTCGAGAGGAGTGGAGACCGTTGTCTTGGGGTCC- . ATTG. . .—~GGACTTCGGGATGA
EM464Crema CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAACTGATTCGAGAAGAGTGGGGACTGTGGCTCCGAGGTT-. .TAAC—. .. .GACTTCGTTGTTG
PB102Cbrig CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAACTGATTCGAGAAGAGTGGGGACTGTCGCTTCGAGGTT-. .TAAC-. .. .GACTTCGTTGTTG
CB4088Cele CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAACTGATTCGAGAAGAGTGGGGACTGTCGCTTCGAGGTT-. .TAAC-. .. .GACTTCGTTGTTG
CB5161Cspn CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAACTGATTCGAGAAGAGTGGGGACTGTCGCTTCGAGGTT-. .TTCG-. .. .GACTTCGTTGTTG
PS1010Cspn CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAACTGATTCGAGAAGAGTGAGGATTGTTGCTTTGAGGCT-. . TCGC~. ... .GGCTTCTTTGCGA
SB225Cdros CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAACTGTTTCGAGAAGAGTGGGGATTGGAGCATTCGGGCT-. . TAAC-. .. .GGTCTTTTTGTTC
SB226Csono CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAACTGTTTCGAGAAGAGTGGGGACTGCCGCGTCGGGGLCL-. . TCAC-. . . .GGCTCTGGCGTGA
SB208Proto CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGGGGACCGACCGTGCGGGGLCLC-. .TAAC-. . . .GGCTCTACACGGA
PS1897Dipl CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGGGGACCGACTGTATGTGGCT-. .TAAC-. .. .GGCTATGTRYAGA
DF5055Prot CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAGCTGTTTCGAGAAGAGTGGGGATCGACTGTTTGGGGCT-. . TCAC-. .. .CGCTCCATTCAGA
DF5022Pstr CTTTGTACACACCGCCCGTCGCTACCGGGGACTCTGAGCTGCGGCGAGAAGAAT — . v v vt vt ittt it e i eaeen B
SB135Pcuta CTTTGTACACACCGCCCGTCGCTACCGGGGACTCTGAGCTGCGGCGAGAAGAAT — . v v vttt ittt i e i eneen TTTT . e e e e i i e i e e et
SB160Ppunc CTTTGTACACACCGCCCGTCGCTACCGGGGACTCTGAGCTGCGGCGAGAAGAAT — . v v vt vt ittt et e aeneen TTTT . e e e e e i i i i e e et
DF5021Pcys CTTTGTACACACCGCCCGTCGCTATCCGGGA-.CTGAATTGTTGCGAGAAGCGCTGGGAGTGCTCTTATGGGT-. .. . TTTC. ... ... -TCATAAGATT
EM437Ptere CTTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCTTTTCGAGAAATACAGGGAGTTGTTGCATAGGA-. .. . TTCG. ... .. -TNTTATGCGGC
DF5014Ppse CTTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACTGTTTCGAGAAAACCGGGGACTAGCTCTCAAGCC-. .. . TCGT...... -GCTTTGTGAGC
DF5019Tpal ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAATCGCTCGCCGGG-. ... . TTCG...... -CCTGTGCGAGT
SB120Tmari ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAACCGCCCGCGGGAC-. .. . TTCG. ... .. -TCTTTGCGGGA
SB131Tsynp ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAATCGCCCGCCGGG-. . ... TTCG...... -CCTGTGCGAGT
PS1179Meso ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAATCGTTCGCGGGA-. .. .. CTTG..... -TTCCTTGCGAGT
SB123Manis ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAATCGCTCCTGGGG-. . ... YCCG....... -CCCCAGGAGW
SB157Mspic ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAATTGGCCACAGGLC-. .. .. CTCG...... -TGTCTGCGGTT
DF5017Mlon ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAACTGCTTGCGGGA-. . ... CTTG..... -TTCTTGGCGAGT
SB281lParas ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCATTTCGAGAAATCCAGGGAATCGCTCACGGGA-. .. .. CTCG..... -TTCTTTGTGAGT
SB125Cscan ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAATCGTTCACGGGAA-. .. . TTTT. . ... -~ATCTTTGTGAGT
PDL29Cstas ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGCTTCGGGAAATCCAGGGAATCGCTCACGGGA-. . ... CTTG..... -TTCTTTGTGAGT
DF5024Dvee ATTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACCGTTTCGAGAAATCCAGGGAATCGTTCACGGGA-. .. .. CTTG..... -TTCCTTGTGAGT
SB311Rstam CTTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACTGCTTCGAGAAAACCGGGGATTGGCCAGCGGGAC-. .. . TTGT. ... ... -TCCTTGCAGGC
DF5012Rreg CTTTGTACACACCGCCCGTCGCTACCCGGGA-.CTGAACTGTTTCGAGAAAACCGGGGACTAGCTCTCAAGCC-. .. . TCGT. ... .. -GCTTTGTGAGC
SB199Prege CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAACGCGAGGACTGTTACTGCGAGGCAC- . TTGT. .. .. -GTCTCCATGTGA
SB200Poxyc CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAACGCGAGGACTGTTACTGCGAGGCAC- . TTGT. .. .. -GTCTCCATGTGA
JB120Adunc CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGTTGCTTCGAGAAGTGTGGGGACCGTAGCTGTGGGGA-. . .GCAA. . ... -TCTCTGCGGCCG
PS312Prist CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGTTGCCNCGAGAAATGCGGGGACTTTCGGAGTTGGG-. . . . TTT—. ... ... CCCTTCTCTGA
DF5031Rves CTTTGTACACACCGCCCGTCGCTACCCGGAA-.CTGAGCCTCTTTGAGAAGTGCGGGAATCGGTGGAAGTTCGAT-. .TTCG. .. .. -GTCGTCTTCTAC
SB310Riner CTTTGTACACACCGCCCGTCGCTACCCGGAA-.CTGAGCCTCTTTGAGAAGTGCGGGAATCGGTGGAAGTTCGAT-. . TTCG. .. .. -GTCGTCTTCTAC
SB158Rinrf CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAAAGCGGGGACTGCTGCCTCGAGGGC-. .TTCG-. .. .GCTCTTGGGATAG
PS1163Pana CTTTGTACACACCGCCCGTCGCTGCCCGGGGA-CTGAGTTGATTCGAGAAGACCGTGGATTGTTGCTTAGGCGTGTCCTTCG. . .—~GGGCCCCTTTGTGG
Sstercoral CTTTGTACACACCGCCCGTCGCTGCCCGGAA-.CTGAGCAATATCCAGAGGCAGGAAGAGATGTAATAAATT-. .. .. TTTA...... -ATTTTTTTTAT
Steinernem CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGTTGTTTCGAGAAAAGCGGAGATTGCGATGTTGAACGTT-.TTCG. . .-GACGGTCTTTGTTG
Meloidogyn CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCATTTCGAGAAATTITGGGGACCGTTGATTTAATTT-. . . TTCT. ... . —-AAATTACTTTGA
PS1153Zeld CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCATTTCGAGAAGTGTGGGGACCGTAGCTGTGGGGA-. . .GCAA. . ... -TCTCTGCGGCCG

Goeziapela CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAAAGCGGGGACTGCTGTTTCGATACCT - . TTCGGGGT-GGAGATTCTTTGG
Parascaris CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAAAGCGGGGACTGCTGTTTCGAGACCT - . TTCGAGGT-GGAGATTCTTTGG
Heterochei CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAAAGCGGGGACTGCTGTTTCGAGACCT -. TTCGAGGT-GGAGATTCTTTGG
Paraspidod CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAAAGCGGGGACCGCTGTTTCAAGACCT -. TTCGGGGT-TGAGATTCTTTGG
Heterakiss CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAAAGCGGGGAMTGCTGTTTCGATACCT-. TTCGGGGACGGAGATTCTT-GA
Trichinell CTTTGTACACAC-GCCCGTCGCTACTACCGA-.TTGGATGATTTAGTGAGGTGTTTTGACTGGCGCCAGTAGTCGGA-TATG-. .. .TATTCGTCGCGCC
JBl26Plect CTTTGTACACACCGCCCGTCGCTGCCCGGGA-.CTGAGCCGTTTCGAGAAAAGCGGGGACTGCTGCTGGGG-. ... .. TTGG. ..o v vvinn -CTTCGG
Plectusaqu CTTTGTACACACCGCCCGTCGCIGCCCGGGA-.CTGAGCCGTTTCGAGAAAAGCGGGGACTGCTGCTGTCGGGGLCT-. TTCG. . . —~GGCCTTGGCTTCGG
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